Percentage of susceptible Organisms Isolated From Blood, 50 hospitals, Jan - Mar 2018

POLY

b
: Blood, Pleural Fluid

* : Sputum, Ear, Sinus

a
: Interprete according to oxacillin susceptibility test

© : MIC Interpretive Criteria

"
: High-Level Aminoglycoside

": In addition to the %S to penicillin, calculate and list separately the %S and % to penicillin.

" Urine, Urine Catheter, Urine Clean- Voided

wi
: Wild-type

BETA - LACTAMS CARBAPENEMS MYXINS QUINOLONES AMINOGLYCOSIDES GLYCOPEPTIDES MISCELLANEOUS
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A . 369 | 413 158 371 108 397 429 428 516 532 | 438 9 50.1
complex 593
(122) | (361) (222) (426) (260) (370 (422) 414 (182) (470) | (406) (359)
g
Acinetobacter spp. 155 755 397 620 459 722 722 o 782 842 787 | 790 67.0
(94) (63) (108) (714) (719 (108) (101) (38) (108) | (105) ©1)
Aeromonas hydrophila 70 925 895 865 938 978 1000 | 959 917
(40) (38) (37) (32) (45) (39) (49) (48)
W]
Enterobacter cloacae 131 86.2 8358 | 57.0 620 597 89.9 948 747 879 952 | 724 659
(80) (80) (86) (100) () (79) (96) (95) (33) (105) | (104) (82)
Enterobacter spp. 468 49 92 | 333 [ 856 | 30 [ 553 | 858 | 665 710 657 | 820 169 90.2 96.2 789 866 964 | 853 83.0 737 | 750
® (365) | (305) (72) (216) | (133) (94) (246) | (352) (389) (280) (50) (136) (164) (397) (365) (142) (420) | (414 (141) (365) (40)
> i 174 | 706 | 667 [ 938 | 410 | 583 [ 905 | 613 70.0 625 | 613 920 | 9.0 98.0 986 Ly 575 590 | 685 | 989 | 685 94.7 458 | 400
«5 |Escherichia coli 2890
© (1953) | (1868) | (324) | (1650) | (1106) | (475) | (1320) | (1771) (2073) (1592) | (191) 14) | (203) (1579) (1906) (2016) (507) | (124) | (181) | (2223) (376) (1862) | (255)
54 Klebsi . 704 | 609 | 783 | 657 [ 579 [ 752 | 653 675 677 | 726 83 | 922 882 878 Ly 69.8 743 | 660 | 933 | 853 89.8 683
¢ |Klebsiella pneumoniae 1104
(696) | (133) | (622) | (385) | (221) | (540) | (669) (172) (609) (62) (287) (90) (608) (707) (774) (210) (47) (817) | (841) i} (714)
E . 15 | 462 796 | 256 705 | 609 639 597 60.6 855 859 64.1 87 | 808 683
S |Klebsiella spp. 96
(G) (68) (52) (49) (43) (44) (69) (72) (62) (33) (55) () (64) (75) (78) (63)
Morganella morganii -
- 522 | 875 o5 | a7 | 14 | a7 [ 779 908 832 96.0 913 9.3 779 78,0 994 | 794 588
Proteus mirabilis 197
(136) | (136) e | (69 | @9 | (94 | (122) (152) (107) (50) (121 (146) (145) @1 (155) | (155) (136)
. 827 86.1 823 85.1 D 877 869 89 | 833 837
Pseudomonas aeruginosa 258
(168) (187) (147) 174 179 (61) (191) | (180 (43)
Salmonella, typhoidal -
Salmonella, Non-typhoidal 136 (0 &8 o ) cX €3
(81) (57) (51) (59) (87) (70)
h
Enterococcus faecalis 234 wa el s jlose &0 k)
(147 (195) (165) (198) (128) (mn
h
Enterococcus faecium 179 28 ol €5 Ol 05 &
(108) (149) (128) (144) (104) (70)
65.1 6.4 82h 94.1 387
Enterococcus spp. 83
(43) (55) (51) (68) 31
. 139 904 832 873 934 100.0 852 849 991 | 973 | 667
Staphylococcus aureus (all isolates) 1,001 @81) (795) (191) (158) (544) (5) (759) (803) (14) | (671) | (222)
f
(MRSA) 80 0.0 0.0 340 67 54 806
(1) (80) (50) (75) (719) (67)
f
(MSSA) 725 | 85 100.0 94.1 9.1 99.4 936 937 992 | 649
o (316) (725) (135) (107) (471) (676) (685) (603) | (174)
& | staphylococcus, coagulase negative 2016 | 13 40" 525 627 632 100.0 467 371 922 | 652 | 517
g phyl , coag 95 & (1281) (2436) (644) (413) (1625) (44) (2240) (2538) (334) | (2149) | (809)
(=% f
= (MRCNS) 1301 | %0 00 0.0 266 39.1 457 2.2 104 8.0 | 472 [ 563
£ (575) | (83) (1391) (274) (156) (865) (1239) (1345) (72) | (1205) | (389)
— f
o (MSCNS) 1,003 20.0 99.7 945 96.7 945 794 708 95.3 875 64.7
(580) (1093) (238) (122) (649) (1003) (1070) (148) | (970) | (309)
;. 100.0 5
Streptococcus agalactiae 43
P g (37) (40)
97.3d 97.8 97.4 100.0 100.0 885 81.0 302
-haem. AB 107
Streptococcus, beta-haem. not Group [} ) ) ) ) ) &) ™) @
Streptococcus pneumoniae 301 751 ¢ ¢ 925 99.5 75.0 7217 978 | 526
(169) (93) (213) (184) (227) 89) | (173)
Streptococcus pyogenes 124 100.0¢ 100.0 100.0 100.0 100.0 100.0 90.1 89.8 932 15.8
(88) (53) (45) (52) (34) (©1) (1) (108) (44) (38)
- ° 820 85.1 88.9 65.6 99.1 57.0 518 9.7 303
Vi 452
iridans Streptococcus 5 (167) (181) (99) (32) (335) (316) (365) (60) (89)
a '
: No CLSI Interpretive Criteria. Interprete according to cefoper in : Interprete according to cefoxitin susceptibi



