Percentage of susceptible Organisms Isolated From Urine, 87 hospitals, Jan - Dec 2021
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: Interprete according to cefoxitin susceptibility test

* dioyan11101033 disk diffusion Haz MIC 33
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" b p P 5229 R R | 25|18 84 | 158 | 76 15 R | 7| e 172 | 213 He | 216 R R | 23|
(1400) | (4392) (2087) | (5021) | (3105) | (2685) (4584) | (4966) (4967) | (3131) (4454) | (3929) (3748) | (329)
Acinetobacter spp. 260 i € 802 a
(171 (172) (248)
Enterobacter cloacae 2026 R R R R R | 78| 4s R | 77 | w9 | s | ws | 45 745
(625) | (1293) (1876) | (1736) | (1935) | (717) | (1864) (1605)
52 146 39.2 8 93 446 226 794 83.2 86.4 463 739
X 421
Enterobacter spp @28 | @0 | @9 w3 | (m) (305) @3 | @) | (2 | (715 (402) (360)
@ |Escherichia coli 47823 167 | 2O || £8 8 24 | 334
= (32144) (41705) | (16161) | (13085) (24345) (44139) | (22825) (40798)
Tv' Klebsiella pneumoniae 15187 R 49.6 449 281 il 4.5 452 47 458 48 754 78.8 784 352 403 89.5 76.2 479 417
b P (12526) | (2104) (4994) | (4699) | (4659) | (9523) | (13142) | (12046) | (8006) (14224) | (13073) | (14345) (14106) | (7576) (14446) | (12122) (1818) (13169)
< Klebsiella si 1806 22 | 31 | 374 173 | 195 | 497 | 463 494 | 793 | 77 | 827 459 | 416 768
E e (1208) | (1573) | (198) (625) | (344) | (300) | (1173) (1086) | (1597) | (1548) | (1693) (1672) | (936) (1500)
S
O |Morganella morganii 1244 R R 878 R R 734 858 | 831 | 788 402 419 R 832 805
(1139) (346) (1135) | (980) | (755) (759) (1017) (119) (1021)
807 82 273 76.7 83.3 79.5 70.8 - 751
irabili 5196
Proteus mirabilis (955) | (672) (1756) (3662) (3784) | (2680) (3935) R (#73)
i 1
Pseudomonas aeruginosa 7814 R R R R R R (17;4)
Salmonella, Typhoidal
Salmonella, Non-typhoidal 234 81 | 833 | 806 488 | 352° 817
(37) | (162) | (170) (201) | () (208)
Enterococcus faecalis 14637 R R R R R R o R R R| Y R |
(10418) | (6103) (4786) (6033)
Enterococcus faecium 9153 R R R R R R 2 R R R 1 29 R | ™
(6934) | (3791) (3115) | (1020) (4024)
Enterococcus spp. 623 32 | 354 207 | 846 166
(401) | (285) (208) | (13) (290)
T
Staphylococcus aureus 1761 L 877 | 897 835
(1761) (972) | (593) (816)
[
= (MRSA) 180 00’ n2 | 35 67 817
.“7" (180) (31) | (65 (120) (164)
2 (MSSA) 1430 .

E Stanhvl I " 2467 296" 452 858 469
o - h (2467) (1065) (386) (11
(MRCNS) 20301 0o’ 373 | 435 2 17

(20301) (11414) | (6331) (19387) | (19292) (5747)
(MSCNS) 7 843’ 867 | 849 818 | 705
(717) (330) | (108) (488) (253) | (258)
Streptococcus, B-hemolytic not Group A,B,D 123 :11) ::1:
Streptococcus agalactiae 1085 (!;!;:)
*: No CLSI Interpretive Criteria. Interprete according to cefoper in Ei h: High-Level Aminoglycoside %S - -
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