Percentage of susceptible Organisms Isolated From Blood, 8 hospitals, Jan - Dec 2017
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B 256 | 266 38 342 49 | 381 33.7 342 100 296 | 388 443 | 369 0 342
complex 204
(117) | (169) (80) (190) (144) | (42) (169) (190) @) (169) | (67) (203) | (179) (12) (199)
G 5
Acinetobacter spp. 6 822 | 83 65.3 75.9 623 78.6 953 897 729
(45) | (47) (49) (58) (53) (56) (43) (58) (59)
‘Aeromonas hydrophila
W
Enterobacter cloacae 5 829 77.4 818 95.1 97.6 846 | 972 | 100 | 100 | 89.2 771
(41) (53) (33) (41) (41) (39) | (36) | (15) | (41) | (37) (35)
65 | 248 | 259 | 84 817 | 624 72 712 | 722 568 89 932 735 | 80.8 | 611 | 949 | 77.8 71
Enterobacter spp. 123
(108) | (105) | (85) | (100) (73) | (117) (118) (104) | (79) (44) (109) (117) (117) | (104) | (18) | (117)| (90) (107)
o L 147 | 702 | 582 | 96.6 | 263 | 611 | 93.4 [ 573 705 589 | 60.4 %0 | 9% 995 99.7 q 508 | 515 | 489 | 986 | 62.9 31| 2
.= |Escherichia coli 1,183
] (721) | (745) | (684) | (584) | (274) | (306) | (287) | (1010) (1158) (708) | (535) (818) | (25) (995) (1008) (995) | (703) | (280) | (1008)| (894) (751) | (50)
> W
2| Klebsiella pneumoniae 435 799 | 67.9 | 833 | 357 | 642 | 93 | 694 755 747 | 718 828 915 913 733 | 824 | 802 | 944 | 854 759
= (274) | (246) | (209) | (115) | (134) | (100) | (389) (428) (261) | (209) (309) (387) (389) (382) | (245) | (112) | (390) | (350) (274)
S |Kebsieta spp. 45 0 | 455 619 756 78.1 81 85.7 7856 929 | 857 6.7
(33) | (33) (42) (45) (32) (42) (42) (42) (42) | (35 (33)
Morganella morganii
Proteus mirabilis " 459 | 857 | 75 | 952 86.1 93.4 947 | 854 9.5 93.4 100 692 | 72 100 | 73.9 526
(61) | (56) | (56) | (42) (79) (91) (57) | (a2) (57) (76) (79) (78) | (50) (79) | (69) (57)
g
Pseudomonas aeruginosa 167 85.2 85.4 918 86.2 849 100 921 | 879 934 | 915
(142) (151) (85) (138) (152) (®) (139) | (66) (166) | (153)
g g
Salmonella, typhoidal &
(2)
g g
Salmonella, Non-typhoidal 78 €3 64.1 70.3 227 | 925
(50) (64) (37) (44) | (53)
7
Enterococcus faecalis [ €22 || 87 74.5 %.38
(54) | (63) (55) (63)
7
Enterococcus faecium Ly &7 || @B 58.8 915
(L te5) (34) (a7)
0
Enterococcus spp.
T 5
Staphylococcus aureus (all isolates) 383 | 24 89.2 786 | 85.1 | 87.6 88 97.7 | 94.8 | 84.1 83.2
(126) (333) (187) | (208) | (97) (142) (44) | (s8) | (277) (291)
T 5
(MRSA) 36 o 100 [ 90 | 133 167 743
(36) G) | o) ] (o) (30) (35)
(MSSA) 207 | 28 100 87.5 | 937 | 977 95.9 958" 92.7 90.8 97.6
[ (108) (297) (168) | (189) | (87) (123) (48) | (247) (261) (204)
2 7 5
> | Staphylococeus, coagulase negative 2018 | 48 456 622 | 66.7 | 636 | 89.9 | 68.4 100 | 9597 s5.3 13 62 | 485
S (668) (1830) (1131)| (1152)| (513) | (99) | (914) (5) | (338) | (1413) (1502) (1812)| (132)
T g
1 (MRCNS) 1,015 o 0 32 | 371 ( 389 | 841 ( 504 100 | 94.6 | 315 139 415 | 37.1
g (346) (1015) (578) | (577) | (296) | (63) | (554) (5) | (224) | (779) (825) (1002)| (70)
T g
(MSCNS) 87| 98 100 928 | 953 | 964 | 95 | 94 o | 9837 833 738 865 | 60.7
(328) (847) (567) | (591) | (222) | (40) | (364) (7) | (115) | (651) (694) (830) | (61)
g
Streptococcus agalactiae 70| 100 100 100 100 89.7 87.5 96.8
e (38) (48) @9) (39) (40) (31)
g
Streptococcus, beta-haem. not Group A,B 37| 00 100 100 90 90
(€7 (35) G3) (30) (30)
c v
Streptococcus pneumoniae 76| 100 100 100 75.8 76.2 87.1 | 57.4
(13) (43) (66) (62) (63) (1) | @47)
Streptococcus pyogenes 102 | 100 | 100 100 100 | 100 100 100 91.8 929 923
(94) | (a6) (79) (90) | (30) (39) (92) (85) (85) (52)
s v 0
Viridans Streptococcus 163 | 65 | 692 85.1 87.8 88.3 986 612 616 88.1 265
(123) | (120) (101) (115) (77) (143) (139) (146) (59) (34)
" : No CLSI Interpretive Criteria. Interprete according to cefoper in E




