Percentage of susceptible Organisms Isolated From Blood, RMSC 10, 5 hospitals, Jan - Dec 2017

b
" Blood, Pleural Fluid

“ Sputum, Ear, Sinus

a
: Interprete according to oxacillin susceptibility test

T
: Interprete according to cefoxitin susceptibility test

"
: High-Level Aminoglycoside

Y. Urine, Urine Catheter, Urine Clean- Voided

BETA - LACTAMS CARBAPENEMS QUINOLONES AMINOGLYCOSIDES GLYCOPEPTIDES MISCELLANEOUS
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N " " 6.1 393 18 50 51.9 50 62.3 56.8 429
complex 59
33 56 56 50 52 44 53 49
. 388 6.6 28 9.6 344 36.4 358 37 422 58 455 53.7
Acinetobacter spp. 454
165 318 453 443 128 440 444 438 116 345 325 328
Aeromonas hydrophila
86.4 68.1 68.1 65.9 88.6 89.1 83 95.7 83 745
Enterobacter cloacae 47
44 47 47 44 44 46 47 47 47 47
189 151 708 104 826 64.9 68.8 65.3 51.3 95.1 79.2 89.1 78 771 924 98.2 89.7 811 68.2
Enterobacter spp. 887
g 396 862 418 569 614 530 800 806 342 181 558 607 404 245 406 612 544 540 179
=1 L . 16.7 742 68.8 871 66.1 53.3 91.9 51.5 67.2 513 494 921 98.1 97.5 97.7 534 57 60.8 99.1 68.3 96.7 399 215
S, | Escherichia coli 1,594
> 1048 | 1580 32 442 569 815 1207 | 1316 | 1517 | 1391 259 813 157 1342 | 1397 | 1246 186 278 1355 | 1323 809 1317 138
< . . 65.4 56.8 733 509 744 543 571 52 505 874 846 936 926 638 673 86.1 977 883 946 54.6 8
£ |Klebsiella pneumoniae 570
© 570 169 120 334 497 438 555 504 11 333 39 518 540 506 110 36 913 443 333 M 39
o 42 64.7 789 745 771 786 72 94.4 94.6 76.4 87 98.1 93.8 79
Klebsiella spp. 103
95 102 71 55 96 103 101 54 56 55 69 103 97 95
Morganella morganii
P 62.2 86.3 828 913 84.1 836 80.4 86.2 67.4 91.8 74 841 931 56.8
Proteus mirabilis 56
37 51 29 46 4 55 51 29 46 49 45 44 29 44
. 89.2 843 81.2 76.8 829 8838 86.8 911 858 879
Pseudomonas aeruginosa 179
65 172 32 164 164 161 38 169 134 116
g g
. 353 97.7 70.2 833 708 36.9 61.2 75.6
Salmonella, Non-typhoidal 153
102 43 124 60 137 11 85 123
0
’ 894 96.1 61 954 16.7 69.2
Enterococcus faecalis 186
142 155 118 174 162 17
h
. 504 472 719 9.7 15.5 95.7
Enterococcus faecium 147
123 142 14 143 142 17
h
Enterococcus spp.
T
. 122 8938 92 9456 86.2 8438 929 | 957 | 622
Staphylococcus aureus (all isolates) 498
320 442 104 148 479 480 70 440 | 127
T
2. 20. 1.
(MRSA) m 0 0 9 0.8 81.8
32 48 48 48 44
T
134 1 K 1 4.4 4 1 7.2 2.
(MSSA) 398 3.6 00 98.9 00 9 93 00 9 62.9
@ 258 398 94 133 396 396 30 397 116
2 " 132 a4 " 598 741 442 36 904 | 622 | 541
@ |Staphylococcus, coagulase negative 2,169
o 1541 1869 381 648 2016 2031 324 1872 523
o T
7.2 . 184 14
£ (MRCNS) 1105 ° U g &0 &
s 818 1105 231 347 1092 1104
o T
(MSCNS) 820 314 99.8 97.2 96.6 73 68.6 95.2 854 67.9
609 820 14 293 815 819 105 808 215
100 56.2
Streptococcus agalactiae 34
29 32
849 60 84 708 63.5 733
Streptococcus, p-hemolytic not Group A,B 58
53 35 50 48 52 45
" 68 100 747 708 931 282 215
Streptococcus pneumoniae 97
50 80 83 89 58 39 51
97.1 99.1 100 85.2 971 86 81.9 833 125
Streptococcus pyogenes 153
140 112 54 54 136 143 149 114 104
g g
781 774 93.7 68.5 64.1 80.4 40.3
Streptococcus spp. Viridans Group 179
32 93 143 146 153 112 67
a . . .
: No CLSI Interpretive Criteria. Interprete according to cefoper in E : MIC Interpretive Criteria




