Percentage of susceptible Organisms Isolated From All Specimen, 4 hospitals, Bangkok, Jan - Dec 2017
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Haemophilus influenzae (all isolates) 93 484 100 % 865 100 o84 100 o7.8 494 ) 34
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Kiebsiella oxytoca n 0 775 | 64 | 949 724 | 966 | 794 | 831 | 806 | 806 96.9 | 969 vl 132 | 7086 o 972 | 764 “ 69
(69) | (1) (50) | (59) (58) (59) | (63) (™) | (62) (67) (64) (64) ) (51) ) 1) ()
Kiebsiella pneumoniae (allisolates) 282 694 | 644 78 0 632 | 802 | 666 | 704 | 734 | T 783 | o14 | 899 | 892 | or#" v| 639 | 658 | 53.4Y 937 | 827 86.7 57.8" 636 | 674
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(125) (125) | (125) | (125) (125) | @2 | (2 (125) | @2 (125) | (125) (125) | (125)
(inpatient) 156 767 775 | 153 | 78 23 | 73 | 678 wr vl 739 | 357 | s07¢ 935 | 843 478" 73 | 685
(356) (356) | (356) | (350) (350) | (89) | (90) (356) | (89) | (69) (355) | (356) (69) (356) | (356)
wr u u u
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Morganella morganii 125 274 | 98 100 85 | 912 | 972 | 972 764 | 100 vl 79 | 82 | 83gv 100 | 784 857 67.7
©4) | (101) (101) | (120) | (125) | (109) | (106) 1) | (120 (124) | (85) | (62) (125) | (125) (35) (124)
g 0
Neisseria meningitidis
Proteus mirabilis 688 501 | 871 | 803 | 994 824 | 996 | 832 | 949 | 869 | 858 99.6 | 100 | 928 | 100 Y| 88 | 632 | 652" 999 | 76 824 51.2
(©87) | (688) | (218) | (471) @7) | @r1) | (547) | (688) | (435) | (611) (253) | (141) | (556) | (563) (688) | (234) | (230) (687) | (682) (329) (684)
Proteus vulgaris 1 60.5 | 647 | 100 100 | 906 | 921 | 909 | 925 908 | 100 Y| 868 | 886 “ 100 | 88 9.7 707
(76) (34) | (56) (55) | (64) (76) | (55) (67) (65) (65) (76) (35) (76) (75) (30) (75)
Providencia rettgeri M 42 | 972 364 | 972 | 811 | 932 | 878 | 884 838 | 973 ‘1 es2 | 667 “ 955 | 698 65.9
(33 | ©6) (36) 86 | B7) @4 | @) 43) @7 @87 (44) (33) (44) “3) (44)
Providencia stuarti M 85.1 489 | 872 | 617 | 625 959 8.6 97.8 | 100 41 458 “ 100 898
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Providencia spp.
g u
Pseudomonas aeruginosa 1663 85.8 854 853 792 | 80 100 815 | 787 | 662 9 | 823 914
(1660) (1661) (1663) (1656) | (1661) | (642) (1661) | (1007) | (213) (1663) | (962) (651)
© B
Salmonella, typhoidal
. 46 975 | 798 81 86.6 562 | 658 ¢ ¢ 813
Salmonella , Non-typhoidal 1282
(1278) @0) | (326) | (158) | (1139) (96) | (1280) (1217)
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Serratia marcescens ”
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..
Shigella spp. -
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Stenotrophomonas maltophilia 348 90.9 925
2 (276) (348)
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2
£ | Vibrio cholerae 01 -
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o e
Vibrio cholerae non 01, non 0139 -
Vibrio parahaemolyticus 82 & 9.8 100 98.8 100
(82) ®1) (70) (82) (78)
Vibrio spp. 103 w5 98 988 931 | 968
(103) (102) (86) (102 | @3
Enterococcus faecalis 55 | 736 | 984 175" | 538" | 307" 663" 99.6 100 | 784" 96 | 98" 88"
(©42) | (855) 114) | (52 | (199 (841) (853) (180) | (224) (115) | @9 (114)
Enterococcus faecium a7 | 1 o a1 ‘28" 87" 903 9.5 " 61"
(205) | (207) (130) (38) (206) (207) i) (30)
Enterococcus spp. e | 72 | 87 99" 41 a28" 705 8.4 167 | 697" B
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T T [
Staphylococcus aureus (allsolates) agg | 123 814 738 792 989 | 915 100 | 100 783 | 713 o74 | 986 | 624
(81) (1322) (572) (53) ©3) | (116) (363) | (645) (1164) | (1164) (268) | (1201) | (@71)
(MRSA) m o ! 53 ' 599 100 | 100° %1 | 63 D 964 | 689
(211) (150) (222) @1 | (00 (238) | (238) (48) | (122)
(MssA) o8t | 182 100 " 939 968" 100 | 983 100 | 100° 90 | 858 U1 989 | 992 | 605
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T v g o
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0 0 g G
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3 T g
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© e
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(48) 1) 46) (63 | (4 (34)
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Streptococcus, beta-haem. not Group A,B 143 100 100 100 833 | 849 97
(2) (107) 5) (102) | (93) (33)
g
Streptococcus pyogenes 161 oo 5 s 983 818 | 827 9.9
(33) (32) (1) (58) (110) | (110 (32)
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Streptococcus pneumoniae (all isolates) m
(95) (107) | (107) (102)
T 5 5 5 G g
(age 0-5 years old) 33 100 182 | 182 333
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a O g g 5 0
(age > 5 years old) 83 95.5 443 | 405 474
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T g 0 g g g
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@1 62 | (2 (31)
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e e e e
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" : No CLSI Interpretive Criteria. Interprete according to cefoper

" Blood, Pleural Fluid

N : Sputum, Ear, Sinus

“ ; Interprete according to oxacillin susceptibility test
‘. miIC Interpretive Criteria

'
: Interprete according to cefoxitin susceptibility test

"
: High-Level Aminoglycoside

! : Urine, Urine Catheter, Urine Clean- Voided

wr
: Wild-type






