Percentage of susceptible O

rganisms Isolated From Sputum, RMSc 1 & 1/1, 11 hospitals, Jan - Jun 2018

" : Blood, Pleural Fluid
: Sputum, Ear, Sinus

a
: Interprete according to oxacillin susceptibility test

: MIC Interpretive Criteria
r
: Interprete according to cefoxitin susceptibility test

" : Urine, Urine Catheter, Urine Clean- Voided
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R . 697 | 246 66 | 309 | 14 | 694 27 | 271 - 340 236 436 | 321 529
complex 187 R R 89 | (1179) (144) | (1815) | (257 | (62) R (1078) | (1612) (1665) (687) (1684) | (1482) R {1230)
. 955 | 689 492 | 705 | 487 - 551 | 681 840 848 751 | 142 734
Acinetobacter spp. 201 @ | oen (132) | (2000 | (78 98) | (191) (188) (33) (189) | (186) (130)
824 96 | 500 | 626 | 658 - %4 | 974 | 915 BTN 923 984 | 767 69.0
Enterobacter cloacae 257 R R R (193) R R (139) | (180) | (198) | (146) R 167) | (114) | (237) (203) 91) (243) | (251) (168)
- 146 - - - - - - 750 | 617 - - - - 939 - 1000 | 950 8.1
Enterobacter spp. 43
i (41) (40) (31 (33) (39) (40) (32)
- 141 | 614 - 916 | 304 | 37 | &76 | 416 | 557 | 427 - 88 | 950 | 941 | 958 587 64.1 986 | 637 420
Escherichia col 4 42 | w25 @) | (56 | (5) | @sy) | (aen) | (36) | (286) @8 | @0 | @22 | won @83) (142 w2 | w2 245)
s 522 | 815 - - - 972 - 96.7 - 939 - 100.0 - 807 | 390 | 630
Haemophilus influenzae e @ | w30 (179) (on (62) (69) 119) | (180 | (13)
. - %7 | ™2 | 192 | 715 - - 9.4 95.0 1000 | 937 - 925 -
2 Klebsiella aerogenes 63 R R R R R oo | e | ua R ) ) |63 59
® . . 66.3 - 823 | 621 | 500 | 847 | 634 | 704 | 678 | 792 925 | 897 | 929 | 930 778 844 %6 | 872 684 | 725
S Klebsiella pneumoniae 1,529 R (1446) (110) | (581) | (308) | (730) | (109) | (1212) | (940) | (77) (199) | (1010) | (575) | (1349) (1201) (422) (1422) | (1489) (1) | (91)
< . 49 | 344 - 833 | 171 - 90 | 616 | 708 | 648 - 368 | 873 - 90.0 878 935 953 | 896 798 -
Klebsiella spp. 138
E i @) | (122) (72) (70) (60) | (112) [ (113) | (91) (38) (63) (120) (90) (31)e (128) | (135) (99)
s g
O |Moraxella catarrhalis 32 ° ° ° : ?;2:
Proteus mirabilis 101 545 | 857 - 973 | 514 - [ 1000 [ 793 | 933 | 803 - 955 | 979 |43 [ p [ 865 927 1000 | 875 745
(33) (98) (75) (37 (59) (58) (75) (56) (66) 47 (88) (89) (41) (94) (96) (63)
; 807 856 96.3 849 | 826 912 86.0 95 | 906
Pseudomonas aeruginosa 1,014 R R (183) R (943) R (81) R (529) | (910) (876) (301) (895) | (734 R R
Serratia marcescens 55 R R 881 R R : : 941 ) ) R | % ) %1 | R | 100 ) ol Mk 1000
(38) (34) (37) (47) (37) = (47) (54) (30)
Salmonella, typhoidal ° ° ° ° ° : :
Salmonella, Non-typhoidal ° ° ° ° ° ¢
g g
Stenotrophomonas maltophilia 147 R R R R R (‘;f) R R R R 5(’:;; R R R (912.37)
135 - 907 f 759.0 758 847 853 821 1000 | 977 | 503
Staphylococcus aureus 333
_2 phy (141) (289) (87) (1) (124) (307) (273) (33) | (258) | (91)
B (MRSA) ] - : : : : : S
o
;‘ (MSSA) 264| 141 - 9956 f 96.0 945 99.0 923 92.1 1000 | 991 | 544
8 (135) . (264) (50) (85) (105) (246) (228) (1) | (214) | (68)
o] . 6194 - 50 - 986 99.0 758 919 930 | 446 | 382
Streptococcus pneumoniae 219 ) = e et i) oLz L i
" : No CLSI Interpretive Criteria. Interprete according to cefoper in Ei b




