Percentage of susceptible Organisms Isolated From Urine, RMSC 7, 4 hospitals, Jan - Jun 2018
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* : No CLSI Interpretive Criteria. Interprete according to cefoper

b
: Blood, Pleural Fluid

©: Sputum, Ear, Sinus

a
: Interprete according to oxacillin susceptibility test

“: MIC Interpretive Criteria

h
: High-Level Aminoglycoside

r
: Interprete according to cefoxitin susceptibility test

“ : Urine, Urine Catheter, Urine Clean- Voided




