Percentage of susceptible Organisms Isolated From Sputum, RMSc 11 & 11/1, 8 hospitals, Jan - Jun 2018

: Blood, Pleural Fluid

: Sputum, Ear, Sinus

: Interprete according to oxacillin susceptibility test
: MIC Interpretive Criteria

: Interprete according to cefoxitin susceptibility test

" : Urine, Urine Catheter, Urine Clean- Voided
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Acinetobacter s 589 765 65.2 215 564 216 64.4 66.1 63.7 786 783 64.5 66
PP- (51) | (253) (223) | (243) | (231) (250) | (236) (248) (126) (240) | (169) (147)
854 87 56.5 64.6 625 95.6 95.8 Wl 889 96.7 100 854 787
Enterobacter cloacae 51 R R R 48) R R (46) (46) (48) (48) R (45) (48) (45) (30) (48) (48) (47)
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Salmonella, typhoidal
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Salmonella, Non-typhoidal
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Stenotrophomonas maltophilia 120 R R R R R R R R R R R R (::.:’
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" : No CLSI Interpretive Criteria. Interprete according to cefoper in Ej b iacae




