Percentage of susceptible Organisms Isolated From Sputum, 83 hospitals, Jan - Dec 2023
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Acinetobacter calcoaceticus-baumannii complex 34607 R R - R R -:
. 65.0 66.5 69.9 68.9 65.9 73.3 75.8 82.6 741 66.6 |
. 1240
Acinetobacter SPp (363) | (1087) (920) (1156) | (1207) (1192) | (678) [ (1195) | (1064) (1096)
. . 85.6 97.7¢ 953e 64.7 - e
419
Burkholderia pseudomallei (132) (303 75 75)
70.6 84.5 60.9 65.1 60.3 75.9 89.4 90.5 92.7 85.6 71.0 75.8 82.8 - 71.2 64.2
2824
Enterobacter cloacae R R R (2633) R R (1037) | (1573) | (2641) | (2366) | (1930) (2681) | (2471) | (2787) | (1216) | (2749) | (1635) (2291) (2353) | (109)
90.4 67.7 | 610 | 708 882 | 898 | 924 67.7 | 813 81.7 . 73.6 -
. 932
Enterobacter spp (480) 916) | (776) | (782) (890) | (844) | (929) (900) | (534) (684) (879)
. g . 63.9 724 81.2 77.8 88.5 90.2 90.6 98.3 65.8
6644
Escherichia coli (6141) (6273) (2582) (3382) | (6290) | (6007) | (6561) | (3591) (5353)
. . 60.6 93.0 75.6 98.3 - 97.6 86.0 98.2 95.7 97.7
1213
g Haemophilus influenzae (1116) | (754) | (41) (168) | (129) | (544) (7119) | (350)
= , 85.9 924 | 85 | 934 | 954 | 772 | 788 | 623 | 883
-— 41
g Klebsiella aerogenes S R R (626) R 890) | (821) | (923) | (437) | (913) | (518) | (917) | (753)
T} . . 62.2 60.7 765 | 799 | 817 | 828 | 951 60.0 81.7
32353
c |Klebsiella pneumoniae R (30355) (21379) (15981) | (30786) | (27998) | (31698) | (16610) (17968) (26045)
E 67.2 61.9 64.2 85.0 79.2 83.6 71.8 65.0 84.8
, . 3224 ; . : : : : . : :
C‘D’E Kiebsiella spp (2468) | (2250) | (2645) (2503) | (2948) | (3181) (1253) | (3135) | (2160)
. 97.5 - e 94.4¢ 97.1e - e 95.0 - e 65.3 85.9
273
Moraxella catarrhalis (242) 36) (35) (139) 02 | @
. o 86.9 83.8 94.2 97.8 76.1 924 83.3 88.8 92.9 96.9 69.3 96.6 73.3 72.9 66.8 76.9
1724
Proteus mirabilis (1562) | (266) | (1620) (686) | (961) | (1593) | (1378) | (1147) (893) | (1658) | (1411) | (1698) R (1687) | (818) | (1680) | (1388) R
. 79.5 82.9 83.7 796 | 809 | 9.8 | 832 | 782
19104
Pseudomonas aeruginosa S R R R (18021) R (18953) R (12644) R (17726) | (18862) | (9922) | (18539) | (12938) R R R
Salmonella, Typhoidal i i i
. 825 | 78.6 - e - 87.8
- 50
Salmonella, Non-typhoidal @) | @) @)
. 82.4 95.2 61.9 78.3 76.5 84.3 94.0 92.3 94.8 784 79.9 93.6 - 82.3
1099
Serratia marcescens R R (762) R R (399) | (567) | (1027) | (945) | (832) R (1070) | (858) | (1086) R (1076) | (682) (903) (961)
- - e 90.5 87.6
Stenotrophomonas maltophilia 6046 R R R R R R R R (5340) R R (5581)
leb) 9455 90.4 f 91.7 94.2 96.2 99.7 92.3 89.2 96.9 94.3 62.7
= Staphylococcus aureus (8341) (6516) | (3647) (7915) | (5128) | (8925) | (8862) | (3055) | (8645) | (4050)
= 7941 | 98.2¢ 86.6 | 827
[72] 568
S (MRSA) - - (506) | (431) 224 | (504
f
E (M SS A) 7812 96.7 96.7 98.1 97.5 99.8 ¢ 96.4 93.9 97.6 94.8 62.6
S (7812) (5052) | (3329) (6551) | (4608) | (7359) | (7283) | (2788) | (6983) | (3330)
'S |Streptococcus pneumoniae 1943 B¢ o8 9 | 679 8.0
o P P (317) (1321) (1815) | (1806) (927)
f
" : No CLSI Interpretive Criteria. Interprete according to cefoperazone/sulbactam in Enterobacteriacae : Interprete according to cefoxitin susceptibility test %S .
d
: Interprete according to oxacillin susceptibility test R : Intrinsic resistance >90 76-90 61-75 0-60

© L MIC Interpretive Criteria

*N <30 isolates tested. The result is not significant as per CLSI guidelines
* Joyan 31391033 disk diffusion Haz MIC 53U

* COLISTIN A14384010 Intermediate



