Percentage of susceptible Organisms Isolated From Sputum, 107 hospitals, Jan - Dec 2025
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: Interprete according to oxacillin susceptibility test

‘1 MIC Interpretive Criteria
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*N <30 isolates tested. The result is not significant as per CLSI guidelines

* Goyyan1u1391n33 disk diffusion 1z MIC 5ui

R : Intrinsic resistance

* COLISTIN fluIa4210 Intermediate
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