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0o CLSI Interpretive Criteria. Interprete according to cefoper b in E b
b
: Blood, Pleural Fluid >90 7690 6175 0-60

: Sputum, Ear, Sinus

: Interprete according to oxacillin susceptibility test

: MIC Interpretive Criteria
: Interprete according to cefoxitin susceptibility test
: High-Level Aminoglycoside
: Urine, Urine Catheter, Urine Clean- Voided
R : Intrinsic resistance

*N <30 isolates tested. The result is not signi as per CLSI guideli

* dioyanal201033 disk diffusion 1az MIC 3auiu

* COLISTIN 1170910 Intermediate



